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Introduction Results
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* Prolonged shedding of SARS-CoV-2 has been documented in viral dynamics studies of people with Participants Figure 3. (A) Observed Mean (SD) and (B) LSM (95% CI) Change Figure 4. (A) Observed Mean (SD) and (B) LSM (95% CI) Change
In the REDPINE . SARS-CoV-2 viral | immunocompromising conditions, including solid organ transplant (SOT) recipients™ « Of the 243 (RDV, 163; placebo, 80) participants who were enrolled and treated Frgm Baseline? in SARS-CoV-2 Viral Load by SOT Status ° Fr%m Baseline? in SARS-CoV-2 Viral Load by Kidney Transpla%t Status
* Inthe _ StUdy’ remdesivir treatment reduced -CoV-2 viral load * Remdesivir (RDV) is a nucleotide analog prodrug approved for the treatment of COVID-19 in hospitalized and in the study, 42 (RDV, 35 [21%]; placebo, 7 [9%]) had a history of SOT and (Virology Analysis Set) (Virology Analysis Set®)
Compared Wlth placebo nonhospltallzed patlents4 received immunosuppressive drugs prior to and during the StUdy —8— SOT recipients Non—SQOT recipients —o— Kidney transplant recipients Non—SOT recipients
o o _ _ _  The REDPINE study was a Phase 3 randomized controlled trial that demonstrated the safety of RDV for the — Of these, 34 (RDV, 28 [80%]; placebo, 6 [86%]) participants had a history A. A.
 Among remdesivir-treated participants, baseline viral load was higher and treatment of COVID-19 in hospitalized participants with severe renal impairment® of kidney transplantation 8- 8-
viral load reductions were slower in solid organ transplant recipients who — SARS-CoV-2 resistance analyses of REDPINE found that, of the 4 participants with treatment-emergent Viral Load Dynamics by Study Drug and SOT Status - T
_ _ _ _ substitutions in Nsp12 that conferred low reductions in RDV susceptibility, 3 participants were SOT recipients | | o BT 6o e
were on Immunosuppressive drugs com pared with those who were not solid who received concomitant immunosuppressive medications during the study® ° S\{[era”, t?ﬁ OISSDG\; Veddmlean SARS-CO\Z'—I'Z gllra|1|)03d at baseline was similar S £ - S E
. : C e : etween the and placebo groups (Table T8 5- T 3
organ transplant recipients, potentially due to diminished immune system $a 4 \ $a
. u u _ _ - H - X&) - X&)
support to clear the virus Object|ve (T\"}ﬁ'j;éfﬁﬁgly‘;‘i’;’ Gote) 0 (Log,, Copies/mL) at Baseline 3 SRS (Y- :
ad ad
: : : _ : : S ) 1 S )
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